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B1 Richards Building

E-mail:
 dnaseq@mail.med.upenn.edu
   FTP: dnaseq.med.upenn.edu

3700 Hamilton Walk

Web: www.med.upenn.edu/dnaseq/ 





Philadelphia, PA 19104
Request For Roche/454 GS FLX Service (Titanium* Kit)

*The Titanium kits are now available for both genomic DNA and amplicons. 

PI  ____________________________
            
Fund No  __________________________

Tel____________________         
 


Date__________

Contact person (full name) ________________________

Tel ______________________

*E-mail (Required) ___________________________________ Fax ________________________

Please attach a separate sheet with a brief description of the sequencing project following 

the guidelines below.

The sequencer uses massively parallel pyrosequencing technique to generate as much as 

four to five hundred million bases in an overnight run with a read length of about 400 bases. The applications 

of this technology include de novo whole genome sequencing supported by paired-end mapping, amplicon resequencing (ultra deep targeted sequencing), metagenomics of environmental samples, transcriptome 
analysis, and gene regulation studies. The data analysis is facilitated by a complete software package from 
Roche for mapping, assembly, and amplicon variation detection. Compared to short read sequencers GS 
FLX generated sequence reads allow easier assembly of repeat-rich sequences and the use of bar coding 
strategy. 

	Expected Run Results (~ 400b read length, Titanium kit)

	Pico Titer Plate (PTP) Device
	No of Regions per PTP
	Reads per region (x 103)
	Throughput per region
	Total Reads per PTP
	Throughput per PTP

	70 x 75
	2
	450 -650
	180 - 280 Mb
	~1,000,000
	360 - 560 Mb

	 
	4
	160 - 250
	60 - 110 Mb
	~800,000
	240 - 440 Mb

	 
	8
	80 - 120
	30 - 55 Mb
	~800,000
	240 - 440 Mb

	 
	16
	25 - 40
	10 - 20 Mb
	~512,000
	160 - 320 Mb


Pricing effective Aug 1, 2010

Run Size


gDNA (including long amplicons)* 

Amplicons

1/2 plate


$4,880






$4,360




1/4 plate


$2,920






$2,390





1/8 plate


$1,880






$1,380




1/16 plate


$1,330






$875



*The price includes library prep (for gDNA), quality assessment, titration, emPCR, pyrosequencing and 

preliminary data analysis.












454 service (Titanium kit) 


Template
Template
Size

Amount**
Concentration

Sequencing primer




  
Name

Type 



(µg) 

(ng/µl)







1.

2.

3.

4.

5. 

**gDNA:  Required  1 - 2 µg by fluorometry or 4 – 8 µg by Nanodrop, Volume 50 – 100  µl

Please Check the Following-

Gel Picture Submitted (    ) 

Quantitation Method: Nanodrop  (    ) or  Fluorometry (    )

Samples Pooled:
(    )

Barcoded:

(    )
Throughput Desired for Each Sample 

 -------------------



Size of Run for Each Sample


 ------------------- (1/2, 1/4, or 1/8 of a plate)
Total size




-------------------- example: 3 x 1/4th, 5 x 1/8th etc. 

Note: Please mention barcode sequences in the project description


Project description with a title (required)
use separate page if necessary

--------------------




08/01/10

