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Instructions for Facility Users

How to submit sequencing samples via web & download sequence data
1. Go to http://www.med.upenn.edu/apps/my/dnacore/ and log in with your PennKey and password.

 

2. You should see a fund or a number of funds associated with your principal investigator (PI). 

If you do not see any fund coming up that means you can not submit samples. See your PI/business administrator immediately and make sure you are linked to one of your PI’s funds. Ask a senior member in your lab for help.

Users from CHOP, Wistar and Monell and off-campus institutes: If you/ your PI use the Stock Room for getting reagents you can use the same log in account to submit sequencing samples.

If you or your lab does not use the Stock room ask your PI to go to http://www.med.upenn.edu/somis/key.shtml and request for guest Penn ID (PennKey) for him/her and the lab members involved in sequencing.

3. Fill in the required contact information.

4. Select Low Throughput (1–47 samples) or High Throughput (48-96 samples) by clicking on the radio button next to it.

For Low Throughput samples:

Enter the number of samples.

Select the type of sample from the dropdown menu.

Submit.

For High Throughput samples:

Write down your specific plate name.

Select the rest of the items from drop down menus. For >, = 48 samples select full plate. 

Submit.

5. 
For Low Throughput samples:

Fill out the form on the next screen. 


In order for a sample to be valid it must have a sample name, primer and template. 


“Autonumber” checkbox automatically appends a number to a sample name. This will make sure all the sample names are unique. 


"Auto Fill" copies the previous row until it finds a new unique row and then it copies that one. This is useful when filling out a large form. You can use it in conjunction with autonumber to remove duplicates. 


All cells except Special Instructions need to be filled in. For custom primer you can add specific primer name or select “Included” from the Standard primer pull down menu. 


For High Throughput samples:

You can fill out the sample name, primer name and template name on the form using “Autonumber” and "Auto Fill" options when applicable.

Better method – click “Download CSV Template”. Fill out the form in excel and save it as .csv.

Next import the .csv file 

6. Submit Request and print the page (use the Print command under the File menu) that comes up and bring it down with your samples in the DNA Seq. facility.

7. Be sure to log out.

Download Data

(Check at least 24 hrs after sample submission. You can still pick up printouts from the facility)

1. Go to the same site, login, and select the “Request Status” tab.

2. Select the “Details” button next to your samples.

3. Select “Download Results”. The results will be available if the sequencing has been completed.

4. Be sure to log out.

