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Al-Augmented authorship: revolutionizing histopathology publishing in the

generative Al era

Introduction

Generative Artificial Intelligence (GenAl) is transform-
ing the scientific publishing landscape, substantially
altering how researchers conduct literature reviews
and prepare manuscripts. However, ethical debates per-
sist regarding the appropriateness of integrating GenAl
into scientific writing workflows, especially concerning
how to preserve originality and creativity in the face of
potential misuse or overreliance on these tools [1]. In
histopathology, these concerns are further compounded
by strict regulations surrounding sensitive healthcare
information. As a result, incorporating GenAl into the
histopathology publishing landscape demands careful
thought and responsible implementation.

In this editorial perspective, a multidisciplinary team
of pathologists, histotechnology researchers, and Al
scientists provide insights into the benefits and chal-
lenges of utilizing GenAlI in preparing manuscripts for
publication in histopathology journals. The authors
propose best practice recommendations for incorporat-
ing GenAl into scientific writing workflows. This work
provides a comprehensive framework for the ethical and
efficient use of GenAl in publishing scientific works in
histopathology, benefiting both authors and peer
reviewers navigating this evolving landscape.

GenAl applications in histopathology
publishing

A growing number of scientific publications now
disclose the use of GenAl, prompting increased scho-
larly investigation into its advantages and limita-
tions. Shopovski conducted a comprehensive
analysis of scientific literatures on Google Scholar
that explicitly acknowledged GenAl assistance in
the writing process [2]. This research demonstrated
that GenAl tools can substantially reduce the time
authors spend on grammatical corrections and sty-
listic improvements, particularly beneficial for non-
native English speakers, while also streamlining the
literature review process. However, the study raised
significant concerns regarding the hallucination ten-
dencies of GenAI tools, which can produce irrelevant
or inaccurate references. Furthermore, the research

© 2025 National Society for Histotechnology

found that the usage of GenAl may lead to homo-
genized writing styles across publications, potentially
introducing biases and increasing the risk of plagiar-
ism [2].

A clear understanding of the strengths, weaknesses,
opportunities, and threats (SWOT) associated with
using GenAl tools in the histopathology writing work-
flow is critical due to the downstream implications for
data security and patient health. In their analysis, AI-
Imam et al. [3] developed a SWOT framework specifi-
cally for GenAlI applications in academic medical writ-
ing. They identified several advantages, including
enhanced efficiency, improved language quality and
stylistic refinement, and superior summarization of
complex information. However, they acknowledged sig-
nificant risks, including potential loss of authenticity
and nuanced contextual understanding, as well as gen-
eration of inaccurate or irrelevant information in
GenAl-assisted scientific publications [3].

Generative Al is transforming how research is writ-
ten and shared in histopathology by helping authors
write faster, improve clarity, and reach a wider audience.
While these tools offer big benefits, like saving time and
breaking language barriers, they also raise concerns
about accuracy and honesty. Clear rules and responsible
use are key to making the most of Al in scientific
publishing [4]. Studies have also demonstrated how
federated learning can inspire future LLM-based health-
care applications by showing how AI models can be
trained across decentralized data sources without com-
promising patient privacy [5].

Based on existing literature, our review indicates that
while GenAlI offers considerable benefits for scientific
writing through language enhancement and literature
synthesis capabilities, substantial challenges persist.
These include inherent biases in GenAl-generated con-
tent, ethical concerns regarding potential sensitive data
exposure to commercial GenAl applications [4], and the
risk of hallucinated information being incorporated into
scientific writings [2-7]. While it offers benefits like
faster drafting, better language clarity, and support
with literature reviews and formatting, it also raises
concerns about plagiarism, lack of critical insight, bias,
and unequal access across regions. While AI can assist,
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Table 1. Best practice recommendations for applying GenAl tools in histopathology writing workflows.

Best Practice Recommendation

Index Recommendations

BPR1 Authors must disclose the use of GenAl in their manuscripts, detailing which specific GenAl tool were employed and how
they contributed to the manuscript preparation process [8-11].

BPR2 GenAl applications cannot be listed as co-authors of scientific publications under any circumstances [6,8—11].

BPR3 Authors should not use GenAl tools to generate original content in manuscripts. These tools should be employed solely as
complementary aids in the scientific writing process [3,9].

BPR4 Authors retain full responsibility for all content in scientific publications where GenAl tools were used to assist the writing
process [9].

BPR5 Authors should avoid using GenAl tools for sections containing sensitive medical data [4].

BPR6 Authors are encouraged to leverage GenAl tools for linguistic enhancement [9].

BPR7 Authors are responsible for validating the existence of references and verifying statements purportedly quoted from

reference literature provided by GenAl applications [2,3,9].

human expertise and ethical oversight remain essential
in scientific authorship [6].

Best practices for incorporating GenAl in
histopathology writing workflows

Given the challenges of leveraging GenAlI in scientific
writing and recommendations from various studies, we
propose seven best practice guidelines [Table 1] for
authors intending to utilize GenAlI tools in their histo-
pathology publishing process.
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