Instructions for Sample Realignment (v2019.12)

Step 1: Draw GOBJ to cover the desired regions of your scan

This sample is

on Vivact 80. Sample#: 298, Measurement#: 1057

1. In evaluation program, open your scanned sample (Command: uct_evaluation)

X select Sample and Measurement - [u] X
Samples Measurement:
Filter: |

289: LJS_jhuegel ACLR_56-078 WO [1057: 15-0CT-2019 11:20 CU_ 326/CU +

290: LIS_jhuegel ACLR_56-079
291: LIS_jhuegel ACLR_56-080
292: LIS_jhuegel _ACLR KBinvivo2
293: LIS_jhuegel ACLR KBinvivo3
294: LJS_PYC_ACLR_56-081

295: LIS_PYC_ACLR 56-082

296: LIS_PYC_ACLR 56-083

298: YSL_YZ before_AlignZ

299: XSL_YZ_after_AlignZ |5
N <
4150 AN - All Files * = ahorted o = archived + = evaluated
x (3)] Cancel |

2. Draw GOBJ on the desired regions of your scan

Purpose:

a. Remove unwanted region to reduce later processing time.

b. Genera

te AIM and SEG.AIM file.

‘/\w ¥ 2 [ 298/1057/00000974 (1) A B v HE Y2 v HIZ w3 S .56 Al ¥ []|

1 <
z 1 Load PL %A [plz 1705/520 Value [1]: 4813 $5332.45
El = P2 WAV [plr 2067/863 [ng HAfcon] 143,163 +345,327
UsH [Pl 353x350 Distance [m]: ©
I firea [cn?]y  0.6345 fingle [°]: O
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3. Crop out your desired region:

Choose “1: 3D Segmentation of VO, 1 solid object", click “‘Default VOI", and click “Start
Evaluation’

M 30-Evaluation ot

Then, wait until _ZSEG.AIM file is generated in your measurement folder, as shown below

HSeIectSampleand Measurement... ¥
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Step 2: Pick 3 points on 3D segment of your sample
4. In 3D viewing program, open the | SEG.AIM file (Command: uct_3d)

X Select Sample and Measurement...
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The key step is to find a line P1P2 that is perpendicular to your desired section plane.
To find a line P1P2, drag the sample 90 degrees (red arrow below),

You will get this plane (like top view) perpendicular to your desired section plane (red line
below).
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Press “Shift” key, move your mouse over P1, P2, P3 (position info will show up), make sure
P1P2 line perpendicular to your desired section plane (red line above)
erte down P1 posmon 193 181 0 (Use a COMMA between each number)

erte down P2 posmon 185 58 0 ( Use a COMMA between each number)

=n 5 ..-. ) ‘I
] ¥

Note: In this example, P3 is on the left side of P1P2 line.
(P3 can also be on its right side. See the end of this instruction.)
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Step 3 (optional): Prepare new sample#

6. If you want to import the realigned sample into a new sample folder, you can
create a new sample# here. (Command: uct_sample)
(If you prefer to import into the same sample# as before alignment, you may skip this step.)

N SCANCO pCT-Samples V1.1 - ] X

Input your rew sample name herel

Write down the newly generated sample#.

Step 4: Fill in the Sample_Realignment form

7. Fill in the Sample_Realignment form, and send to pcmd.microct@gmail.com
In this case:
Original sample#: 298.
New sample#: 299.
(If you prefer to import into the same sample#, you may use the original sample#.)
Select “3 Point Alignment (AlignZ)” in the alignment options.
Select “Import with old sample name” in import options.
(You may also select new sample name. Up to you!)

e — £ AN
1. Enter your email herel yiluzhou1987 @gmail.com “ | ) L

. 2. Select machinef % 3. Select alignment options 4. Select import option 4L
A= X3 point Alignment (AlignZ) | Himport with old sample name | Use COMMA btw each number, e.g.: 100,100,100

Vivact80

-

B\ 298 1057 299 193,181,0 185,58,0 289,99,0
=7

If you are doing this for the first time, we strongly recommend you submitting ONLY 1~2
samples to give it a try.
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Step 5: You will receive a new Excel sheet after your sample
realignment request is completed

8. Open the new Excel sheet you received (with the name “_Output”) that contains
the new measure# after sample realignment

A B C D F G H |
1 | uCT Machine Sample Name Sample# Measure#l New Sample# P1 P2 P3 New 15Q filename
2 Vivact80 XSL_YZ_before_AlignZ 298 1057 r 299 193,181,0(185,58,0(289,99,0 RO00D0974.1SQ
e——————
3

9. Double check the sample realignment

X Select Sample and Measurement...

Sample: Measurement

Filter: T

58 15 00T 2019 11.:21M [ w1 FdH

L 0
1059: 15-0cT-2019 11:20 cu  390/cU

289: LJS_jhuegel ACLR_56-078 A
290: LJS_jhuegel_ACLR 56-079
291: LIS _jhuegel_ ACLR 56-080
292: LJIS_jhuegel ACLE KBinvivoZ2
293: LIS_jhuegel ACLR_KBinvivo3
294: LIS _PYC_ACLR 56-081

295: LIS _PYC_ACLR 56-082

296: LIS _PYC_ACLR 56-083

298: ¥SL_YZ before AlignZ I
299: ¥SL_YZ_after Align2 i
= N =
150« AIM ALl Files * = agborted o0 = archived + = evaluated
0k Cancel
BA W VT o= B 299/1053/R0000974 (235) AW W HE V2 o MZ 3D SO 1...5%0 A ¥ E”

—

1.0 mm

= 235 Load PL A [pl: 040 Value [1]1: 0+ 0,00
Z: p oa pl: alue 2 E J
=l = P2 %Y [plr -1/-1 [mg HA/cen]  —168.881 20,000

All done!




NOTE 1: (About P3 selection)

For this sample shape:

After Sample Realignment

n v e PR ) SR VR D sy PR

P3
on
the
left

Suve v O i@ Le/EsEE0ME 1) R 2 A R T e 1.3 Al Y

X Select Sample and Messurement
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NOTE 2: (About P1, P2, P3)

Determine the points for new axes:

P1: the coordinates of the new origin
P2: the coordinates of a point on the new Z-axis
P3: the coordinates of a point in the new XZ-plane
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