To use this Protocol:

Elisa w HRP, ABTS & acid stop

Delete any sections you do not want.
2. Modify Instrument Settings to your specific reader by pressing [Setup] (it is assumed you have an instrument

connected).

3. Click the [Template] button and assign any default or new groups as necessary (you can also select rep licates

there). You can print the assigned template to help prepare your microp late.

4. Select the desired Reduction and Display (Raw vs. Reduced) p arameters.
5. Save this protocol with a different file name in the same folder as the SoftM ax Pro application. This modified
protocol can be accessed through the Assays menu. A copy of the original protocol can be found in the original

location.
Plate#1
1 2

Al 0.000 0.000 Endpoint+

Bl 0.000 0.000 Lm1 405

C] 0.000 0.000 Automix;: Once
Calibrate:; Off

D O.OOOV 0.000

E| 0.000  0.000
Plate Last Read:

! .000 0.000 11:12 AM 6/5/2005

G| 0.000 0.000

H| 0.000 0.000

Wavelength Combination: ILm1
Mean Temperature: 21.3
Data Mode: Absorbance

Standards (ug/ml)
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To use this Protocol:

Elisa w HRP, ABTS & acid stop

Nelete any sections you do not want.

2. Modify Instrument Settings to your specific reader by pressing [Setup] (it is assumed you have an mstrument

connected).

3. Click the [Temp late] button and assign any default or new groups as necessary (you can also select replicates

there). You can print the assigned template to help prepare your microp late.

4. Select the desired Reduction and Display (Raw vs. Reduced) parameters.

5. Save this protocol with a different file name in the same folder as the SoftM ax Pro application. This modified

protocol can be accessed through the Assays menu. A copy of the original protocol can be found in the original

Wavelength Combination: lLm1
Mean Temperature: 21.4
Data Mode: Absorbance

Standards (ug/ml)

location.
Plate#1
1 2
A| 0.000 0.000 Endpoint+
B| 0.000 0.000 Lm1 405
C| 0.000 0.000 Automix: Once
Calibrate: Off
D] 0.000 0.000
E| 0.000 0.000
Plate Last Read:
).000 0.000 11:13 AM 6/5/2005
G| 0.000 0.000
H| 0.000 0.000
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